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Gene drive and related references 
 
References arranged according to topic as far as possible. Several are wide-ranging considering e.g. technical, 
risk and regulatory aspects in one large report. The list includes those from the Perseus study (Study on Risk 
Assessment Application of annex I of decision CP 9/13 to living modified organisms containing engineered 
gene drives) plus many additional relevant references, including most that were mentioned in the gene drive 
forum not including the extensive literature on ‘conventional LMOs’ which would have expanded the scope 
greatly. 
 
While extensive, the list is not exhaustive. Hyperlinks were added to several references and several DOI from 
the Perseus Report that did not locate an article were replaced with a hyperlink yielded by a title search. This 
does not mean that the DOI were incorrect however. 
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