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Comments on the Technical Series on Synthetic Biology


	Page #
	Line #
	Comment

	0
	0
	The International Seed Federation (ISF) is a non-governmental, non-profit organization. ISF represents more than 7500 seed companies active in breeding, seed production and trading and is widely regarded as the voice of the global seed industry.
One of the primary objectives of ISF is to facilitate the movement of seed within a framework of fair and science-based regulations, whilst serving the interests of farmers, growers, industry and consumers.
ISF believes that the adoption of science-based, consistent policies for products of the latest plant breeding methods, will facilitate the development and uptake of advanced, innovative breeding applications by private and public breeders in developed and developing countries.
ISF welcomes the opportunity to provide comments on the draft update of the CBD Technical Series No. 82 document entitled “Synthetic Biology”. ISF notes that through decision 14/19 the Conference of the Parties requested an update of the previous document resulting in the significantly expanded and extensive document presented for peer review.
The title of the document suggests that the Technical Series No. 82 is limited in scope to developments in synthetic biology. However, because of the broad interpretation by the authors of the definition of synthetic biology under the CBD, the document covers not only synthetic biology but any developments in biotechnology in general. For example, the authors extensively collect and present information on simple applications of genome editing techniques that result in genetic changes (mutations) that could also occur through processes in nature or by conventional breeding methods. Authors should not incorrectly invoke the impression that applying genome editing techniques per se results in synthetic biology or is synthetic biology. Genome editing techniques can be applied in a wide array of protocols and are merely enabling technologies. A differentiated evaluation of the outcome of the application of any method in biotechnology needs be undertaken as to whether the result would qualify as an organism obtained through synthetic biology. In this regard ISF opposes the generalized view on methods of biotechnology as methods of synthetic biology as done by the authors in general and the singling out of genome editing methods in particular. In the following we provide specific comments on particular passages of the text where revision in this regard is necessary. Still, the text needs to be carefully and thoroughly revised throughout to ensure that only examples truly representing synthetic biology examples are considered and not biotechnology as a whole.
Otherwise the content of the Technical Series No. 82 will not correctly reflect its title “Synthetic Biology” but rather is an update on recent developments in biotechnology in general.
Moreover, the document would greatly benefit from a summarized register of chapters that have been updated or added compared to the previous document from 2015. 
We understand that the draft update of the Technical Series No. 82, while still being under peer review, was already provided as an information document (INF document) for the recent online deliberations of the Subsidiary Body of Scientific, Technical and Technological Advice (SBSTTA-24). We disapprove of using a document that has not been finalized as an information resource for official SBSTTA-24 deliberations.

	8
	10-15
	Particular reference is made on “genome editing technology” and “CRISPR/Cas technology” as methods of synthetic biology. Focusing on particular methods is not justified since, as noted above, these methods can be applied to achieve a large variety of outcomes, many of which will be close to or even identical to what can happen through processes in nature or conventional plant breeding. Please revise to highlight that these are enabling technologies and only some of their applications (in conjunction with other methods) may be “synthetic biology”

	10
	43-45
	Examples of simple genome edited crops are reference here and in table 1 on page 13/14 as synthetic biology. Please revise! Targeted introduction of mutations through genome editing is not synthetic biology! Examples referring to simple genome edited crop plants need to be removed.

	13/14
	Table 1
	See comment above.

	15
	22
	The authors refer to applying the broadest interpretation of synthetic biology which leads to inclusion of each and any method of biotechnology as synthetic biology in their report. In this regard we question whether the title of document is correctly reflecting its contents or should rather be “Biotechnology” to more correctly represent the general approach taken by the authors.

	18/19
	20-25
	Whole chapter 1.3 on “genome editing”. As stated previously we oppose equalling any application of genome editing with synthetic biology. Please revise section 1.3 to better reflect that methods of genome editing are merely an enabling technology and by themselves are not synthetic biology. This applies particularly to examples where simple mutations are introduced. Why do you consider SDN1 applications synthetic biology and how would this be a “new dimension of modern biotechnology”?

	31
	14-40
	Examples provided in sections 3.2.1 and 3.2.2 are not examples of synthetic biology but again examples of applying genome editing as targeted mutagenesis. For example, lines 24-26 refer to a point mutation that may not even have been caused by genome editing but be a result of somaclonal variation. Moreover, the same trait can be and has been obtained by conventional breeding. Examples provided in these chapters are misleading and need to be deleted.

	44/45
	26 (pg 44)-28 (pg 45)
	Section 4.2 list multiple examples of genome edited crop plants that are not the result of synthetic biology and should be deleted (for example once more canola plants with simple point mutation etc.).

	58/59
	44 ff.
	Section 6.1.2 discusses the regulation of genome editing as if genome editing was equivalent with synthetic biology which is misleading and needs to be revised. Please provide more context as to how regulatory approaches differ and how this is relevant regarding synthetic biology.

	64
	27-31
	The reference to Chhalliyil et al. (2020) is misleading. The method presented by the authors of that publication is incapable of identifying genome editing as the cause for a detected genetic variation and is thus invalid for detecting genome edited organisms. Moreover, the provided method cannot be generalized and appears to lack specificity since it also detects wild type canola and wild canola relatives as genome edited. Please delete reference to Chhalliyil et al. or provide correct context.

Statement of European Network of GMO Laboratories on Chhalliyil et. 2020

Statement of German BVL on Chhalliyil






Please submit your comments to secretariat@cbd.int.



